Protein-BNA co-evolution sites are close
N 3D space

Zhichao (Chichau) Miao

Brazma lab — EBML-EBI

Teichmann lab — Wellcome
Sanger Institute

Benasque 2018

EMBL-EBI



A

Helix 2




Co-evolution of the protein binding sites
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SRP — RNA binding
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Validation of DCA on L25 protein

A. L25 DI map

B DI map - re5|due contact map
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Validation of DCA on 5S rRNA

A. 5s rRNA DI ma

B. 5s rRNA DI map - real contact map
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B. DI map - residue contact map

A. L25-5S rRNA DI map
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The interactions recaptured
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L5 and L18 are also effective

A. L5 DI map - residue contact map B. L18 DI map - residue contact map
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L16 and L30 as negative controls

A.L16 DI map - residue contact map B. L30 DI map - residue contact map
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5S rRNA - RL18 protein
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